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Abstract: Based on the patent data of CRISPR/Cas technology for 2004-2018 included in the Derwent Patent Database, this
paper applied patent measurement methods to analyze the application research status of CRISPR/Cas technology in China and

the United States from five aspects: patent application trend, technology life cycle, distribution of family patents, major applicant
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organizations and international patent number classification (IPC), to provide certain decision support for the research and devel-
opment of scientific research institutions and related companies. The results showed that: (1) Chinese CRISPR/Cas application
research is accelerating, and the number of patent applications is gradually surpassing that of the United States; (2) American
CRISPR/Cas organization has a high degree of attention to the international market and a strong sense of global patent layout; (3)
The research and development strength of the top-ranking organizations of CRISPR/Cas in the United States is strong, and the
technical strength of Chinese institutions is generally weak; (4) The CRISPR/Cas technology of China and the United States is

mainly used in the field of C12N, and the research and development hotspots of the two countries have different focuses.

Keywords: Gene editing; CRISPR/Cas technology; patent; Sino-US comparison
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