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Abstract: In order to understand the research hotspots and trends of microbiology and botany in the agricultural
field, we conducted the co-word analysis based on 1604 related literatures which are published during 2004

to 2014 from the CNKI by adopting the software, such like SPSS, Excel. We calculated the high frequency
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keywords and established the co-word matrix through the analysis. Furthermore, this study applied the cluster

analysis and multidimensional scaling analysis to the co-word matrix of high-frequency words. According to

the analyzed results, we concluded that the research hotspots in the field of botany and microbiology mainly

focused on four major themes: the research progress of gene, application analysis of plants, physical analysis of

microorganism, biological technology and characteristic analysis, and the research progress of gene was the most

popular topic among these research fields.
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